






Upcoming BioPortal Features

• Version comparison: Ability to download a diff between two successive 
versions

• Ontology views: Ability to list, explore, and download subsets of BioPortal
ontologies

• myBioPortal: Customized views of BioPortal

• Ontology evaluation: Quality metrics of ontology content as part of • Ontology evaluation: Quality metrics of ontology content as part of 
ontology metadata

• Cognitive support: Visualization of connected ontologies, ontologies with 
terms mapped to one another, etc.

• Ontology mappings:

– Support for different types of mappings

– Ability to invoke an automatic matching algorithm

• Ratings and reviews: Web of trust, use of reviews to rate ontology content



NCBO-OOR Developer Collaboration

• Stage 1 – Start Simple - Initial Development

– NCBO GForge branch (before April 2009, read 
access from GForge Trunk)

– Limited access by Michael Gruninger’s graduate 
students in Aprilstudents in April

• Stage 2 – Ramp-Up Collaboration

– Mike Dean and Benjamin Dai to establish Open 
Source Collaboration policy (e.g., commit rights, 
trusted developers, external developers)

– Continued use of NCBO GForge Site



NCBO-OOR Documentation

• NCBO-OOR Developer Documentation – Initial draft 

from Benjamin Dai
– http://www.bioontology.org/wiki/index.php/NCBO-OOR_Development

• NCBO-OOR UML Diagrams

To be generated by Todd Schneider– To be generated by Todd Schneider

• NCBO-OOR Developer Communications

– To be developed by Mike Dean, Michael 

Gruninger, Peter Yim, and Benjamin Dai




